TRAW SEOUF-NTE LISTING 
F.TRTROR REPORT 



The Biotechnology Systems Branch of the Scientific and Technical ^formation 
Center (STIC) detected errors when processing the following computer readable 
form: 

Application Serial Number: ti^kl Z ?/£ . 

Source: $ -t~ ^ ^ / 

Date Processed by STIC: /O^J'/^/ 



thf ATTACHED PRINTOUT EXPLAINS DETECTED ERRORS. 

FOR^SSlS?!^ 

FOR SEQUENCE RULES INTERPRETATION, PLEASE ^AC^III«T 703-308-42,6 
PATENTIN 2.1 c-mail help: patin21 l,elp(g) f »spto.gov or P"Q"e 703 ^306-4 ^ (R^Wax) 
PATENTIN 3.0 c-mail help: P .rin31»ri n@usDto.gov or phone 703-306-4119 (R. Wax) 

TO REDUCE ERRORED SEQUENCE LISTINGS, PLEASE USE THE CHECKER 
w^ionTo PROGRAM. ACCESSIBLE THROUGH THE U.S. PATENT AND 
TRADEMARK OFFICE WEBSITE. SEE BELOW: 



Checker Version 3.0 

The Checker Version 3.0 application is a state-of the-art Windows based software program 
employmg a logical and intuit.ve user-interface to check whether a sequence hst.ng .s in 
Zpliance w,th format and content rules. Checker Version 3.0 works for sequence Ust.ngs 
derated for the onginal version of 37 CFR §§1 821 - 1 825 effect.ve October 1 1990 (old 
LTes)td me rev.sed version (new rules) effect.ve July 1 , 1998 as well as World Intel.ectua. 
Property Organization (WIPO) Standard ST. 25. 

Checker Vers.on 3 .0 replaces the prev.ous DOS-based vers.on of Checker, and .s Y2K- 
compliant. Checker allows public users to check sequence l.st.ngs ,n Computer Readable form 
5SS) before submittmg them to the United States Patent and Trademark Office (USPTO). 
Useof Checker prior to filing the sequence listing is expected to result m fewer errored sequence 
listings, thus saving time and money. 

rh^wr Vision 3.0 can be d ™n Innded from the USPTO website at the following address : 

http://www.uspto.gov/vveb/offices/pac/checker 



Raw Sequence Listing Error Summary 



ERROR DETECTED SUCCESTED CORRECTION . SERIAL NUMBER: fi a t/^ 7Z £ * 

ATTN: NEW RULES CASES: PLEASE DISRECARD ENGLISH r ALPHA" HEADERS, WHiai WERE INSERTED DV D 

1 Wrapped Nucleic* The numbcrAext at the end of each line -wrapped" down lo the next line. Jhis may occur if your file 

Wrapped Aminos was retrieved in a word processor after creating h. Please adjust your right margin to .3; this will 
prevent ••wrapping," - - - 



• 2_ 
3 



_ Invalid Line Length The rules require that a line not exceed 72 characters in length.' "this includes white spaces. 



_ Misaligned Amino 
Numbering 

Non-ASCII 



_ Variable Length. 



Patcntln 2.0 
"bug" 



_SkJppcd Sequences 
(OLD RULES) 



_Skippcd Sequences* 
(NEW RULES) 



_Usc of n*s or Xaa's 
(NEW RULES) 



10 Invalid <213> 

Response 



II Use of<220> 



12 Patcntln 2.0 

"bug" 



The numbering under each 5* amino acid is misaligned. Do not use lab codes between numbers; 
use space characters, instead 

The submitted file was not saved in ASCII(DOS) text, as required by the Sequence Rules. Plcuc 
ensure your aubsequent submission is saved In ASCII text. 

*■ ■» v 1 

Sequcncc<i) conUin n*s or X*a*s representing more lhah one residue. Per Sequence Rules, 

each n or X»* can only represent • single residue. Please present the maximum number of each 
residue having variable length and indicate in the <220>*<223> section that some may be missing. 

A "bug** in Patcntln version 2.0his caused uTc <2 20>*<2 23 > section to be missing from amino acid 

sequencers) . Normally, Patcntln would'autorraUcairy^gcnerate this section from the 

previously coded nucleic acid sequence. Please manually copy the relevant <220>-<223> section to 
the subsequent amino acid sequence. This applies to the mandatory <2 2 0>-<2 23 > sections for 
Artificial or Unknown sequences. 

Sequences) missing. If intentional, please insert the following lines for each skipped sequence 

(2) INFORMATION FOR SEQ ID NO:X: (insert SEQ ID NO where "X" is shown) 
(i) SEQUENCE CHARACTERISTICS: (Do r\pt insert any subheadings under this heading) 

(xi) SEQUENCE DESCRIPTION:SEQ ID NO:X: (insert SEQ'iD.NO where "X" is shown) 
This sequence is intentionally xlcipped 

Please also adjust the "(ii) NUMDER OF SEQUENCES:" response lo Include the skipped sequences. 



Sequencers) m 



missing. If Intentional, please insert Ore following lines for each skipped sequent 



<2I0> sequence id number 
<400> sequence id number 
000 

Use of n*s and/or Xaa*s have been detected in the Sequence Listing. 

Per 1.823 of Sequence Rules, use of <220>-<223> is MANDATORY if n's or Xaa's are present. 

In <220> lo <223> section, please explain location of n or Xaa, and which residue n or Xaa represents 

Per 1.823 of Sequence Rules, the only valid <213> responses are: Unknown, Artificial Sequence, or 
scicntific'rumc (Genus/spocics). <220>-<223> section is required when <2 1 3> response is Unknown 
is Artificial Sequence 



Sequencers) _ 



_ missing the <220> "Feature** and associated numeric identifiers and responses. 



Use of <220> to <223> is MANDATORY if <2 13> "Organism" response is "Artificial Sequence** or 
"Unknown." Please explain source of genetic material in <220> 10 <223> section. 
(See "Federal Register." 06/01/1998, Vol. 63, No. 104. pp. 29631-32) (Sec. 1.823 of Sequence Rules) 

Please do not use "Copy lo Disk" function of Patcntln version 2.0. This causes a corrupted file, 
resulting in missing mandatory numeric identifiers and responses (as indicated on raw sequence 
listing). Instead, please use "File Manager" or any other manual means to copy file lo floppy disk. 



13 ».■ Misuse of n " n can only be used to represent a single nucleotide in a nucleic acid sequence. N is not used to rcpreset 

any value not specifically a nucleotide. 

Does Not Comply * AMC/MH - Biotechnology Systems D ranch - 08/2 1/200 1 

Corrected Diskette Needed 

fe&No, .Comply * V"^ * T'T 



* r >-.o 1 



iw& pjui oum ipiy » y . , . s\ i fl 

*tfert niskette Needed £f >> rey^>e^f tU*JT m^J U ^Jf <*~-f 

m - - - - 



OIPE 



PAGE: 1 RAW SEQUENCE LISTING DATE: 10/19/2001 

PATENT APPLICATION US/09/972,916 TIME: 10:48:35 

Input Set: 1972916. RAW 



This Raw Listing contains the General Information 
Section and up to first 5 pages. 



1 <110> APPLICANT: Thul, Peter M. 

2 <120> TITLE OF INVENTION: GLUCOSE SENSITIVE REGULATOR OF INSULIN TRANSCRIPTION 

3 <130> FILE REFERENCE: US 1292/01 (VA) < fj 

4 <140> CURRENT APPLICATION NUM5E^U-OI|/^2/^ 2 / 9 16^— ^ (^CS < &^ e ~*\ 

5 <141> CURRENT FILING DATR * ^QpT- \S^^^J^<T " 

W— > 6 ^^iidy^EASETER APPLICATION NUMB^* ^^^^ ^ Q^^jU^t 

7 C <151> EARL IER FI^NG DATE f -^T~^ 1 ^ _ 

8 <!160> NUMBER OF SEQ ID NOS : 6 *vuia*«U-T* *y 1 ^ ^ 

9 <210> SEQ ID NO 1 * cA«*\V V?rV«~ f ^(^H . 

10 <211> LENGTH: 51 * a U 

11 <212> TYPE: DNA y^jfi 

12 <213> ORGANISM: Rattus norvegicus 

13 <220> FEATURE: /> , , . 

14 <221> NAME/KEY: ~^U- T fr^^f^ WJL ^5 ^ ^ tM ~* 

15 <222> LOCATION: 0 n V>Tn«^h ^ " 

16 <223> OTHER INFORMATION: STRANDEDNESS : double p L>OeS Not Comply HVl^ 

17 topology: linear Corrected Diskette Needed 

18 <400> SEQUENCE: SEQ ID NO: 1 60 

19 catgggcgca cggggcactc ccgtggttcc tggactctgg cccccagtgt a 51 

20 <210> SEQ ID NO 2 

21 <211> LENGTH: 219 

22 <212> TYPE: DNA 

23 <213> ORGANISM: Rattus norvegicus 

24 <220> FEATURE: 

25 <221> NAME /KEY : 

26 <222> LOCATION: 

27 <223> OTHER INFORMATION: STRANDEDNESS: double 

28 TOPOLOGY: linear 

29 <400> SEQUENCE: SEQ ID NO: 2 

30 tcacaagcaa aacaaactta ttttgaacac ggggatccta gcacgctgcc ctgacaatca 60 

31 ttaacccgtg ctgccgagcc agcccttcat aaggccctgg gtatggccag ccagcatggt 120 

32 ccactgcccg ccgagacaca aacccagcga gcattgaaca ctgcacacgg ccatctgccc 180 

33 agagagctgt gaccaccact tccgctacta gctagccgc 219 

34 <210> SEQ ID NO 3 X 

35 <211> LENGTH : 270 / 

36 <212> TYPE: DNA^ — Does Not Complv 

37 <213> ORGANISM^Artif icial Sequence^* Corrected Diskette ri W 

38 <220> FEATURE : ■ j eeC, 6d 

39 <221> NAME /KEY : f ^J 

40 <222> LOCATION: >^^X 

41 <223> OTHER INFORMAT^QIU^DESCRIPTION OF ARTIFICIAL SEQUENCE :/DNA Y 
4 2 STRAND^TEssTdou^li^ . p * \^_^^ 
4 3 TOPOLC^Y: both t M&>^$ \SM& ^V^A^O^ 

44 <400> SEQUENCET"T5fi^-M<!J0: 3\ p 

V ■ y &rc~ rJ ~ A ' 



OIPE 



PAGE: 2 RAW SEQUENCE LISTING DATE: 10/19/2001 

PATENT APPLICATION US/09/972,916 TIME: 10:48:35 

Input Set: 1972916. RAW 

45 catgggcgca cggggcactc ccgtggttcc tggactctgg cccccagtgt atcacaagca 60 

46 aaacaaactt attttgaaca cggggatcct agcacgctgc cctgacaatc attaacccgt 120 

47 gctgccgagc cagcccttca taaggccctg ggtatggcca gccagcatgg tccactgccc 180 

48 gccgagacac aaacccagcg agcattgaac actgcacacg gccatctgcc cagagagctg 240 

49 tgaccaccac ttccgctact agctagccgc 270 

50 <210> SEQ ID NO 4 

51 <211> LENGTH: 321 

52 <212> TYPE: DNA 

53 <213> ORGANISM: Artificial Sequence 

54 <220> FEATURE: 

55 <221> NAME /KEY : 

56 <222> LOCATION: 

57 <223> OTHER INFORMATION: DESCRIPTION OF ARTIFICIAL SEQUENCE : DNA 
5 8 STRANDEDNESS : double 

5 9 TOPOLOGY: both 

60 <400> SEQUENCE : SEQ ID NO: 4 

61 tacactgggg gccagagtcc aggaaccacg ggagtgcccc gtgcgcccat gtacactggg 60 

62 ggccagagtc caggaaccac gggagtgccc cgtgcgccca tgtcacaagc aaaacaaact 120 

63 tattttgaac acggggatcc tagcacgctg ccctgacaat cattaacccg tgctgccgag 180 

64 ccagcccttc ataaggccct gggtatggcc agccagcatg gtccactgcc cgccgagaca 240 

65 caaacccagc gagcattgaa cactgcacac ggccatctgc ccagagagct gtgaccacca 300 

66 cttccgctac tagctagccg c 321 

67 <210> SEQ ID NO 5 

68 <211> LENGTH: 372 

69 <212> TYPE: DNA 

70 <213> ORGANISM: Artificial Sequence 

71 <220> FEATURE: 

72 <221> NAME/KEY: 

73 <222> LOCATION: 

74 <223> OTHER INFORMATION: DESCRIPTION OF ARTIFICIAL SEQUENCE: DNA 
7 5 STRANDEDNESS: double 

7 6 TOPOLOGY: both 

77 <400> SEQUENCE: SEQ ID NO: 5 

78 tacactgggg gcc 

79 ggccagagtc cac 

80 ccaggaacca cgc 

81 cacggggatc etc 

82 cataaggccc tgc 

83 cgagcattga- acc 

84 ctagctagcc gc 

85 <210> SEQ ID NO 6 

86 <211> LENGTH: 423 

87 <212> TYPE: DNA 

88 <213> ORGANISM: 



ggagtgcccc 


gtgcgcccat 


gtacactggg 


60 


cgtgcgccca 


tgtacactgg 


gggccagagt 


120 


atgtcacaag 


caaaacaaac 


ttattttgaa 


180 


tcattaaccc 


gtgetgeega 


gccagccctt 


240 


ggtccactgc 


ccgccgagac 


acaaacccag 


300 


cccagagagc 


tgtgaccacc 


acttccgcta 


360 








372 




89 <220> FEATURE: — ■ ^ f &<~ 

90 <221> NAME /KEY : 

91 <222> LOCATION : 

92 <223> OTHER INFORMAT3^*^ESCRIPTION OF ARTIFICIAL SEQUENCE^ 
9 3 < aTSSHDd2U}|ffi£da>. douEle 





OIPE 



PAGE: 3 RAW SEQUENCE LISTING DATE: 10/19/2001 

PATENT APPLICATION US/09/972,916 TIME: 10:48:35 

Input Set: 1972916. RAW 

95 <400> SEQUENCE: SEQ ID NO: 6 

96 catgggcgca cggggcactc ccgtggttcc tggactctgg cccccagtgt acatgggcgc 60 

97 acggggcact cccgtggttc ctggactctg gcccccagtg tacatgggcg cacggggcac 120 

98 tcccgtggtt cctggactct ggcccccagt gtacatgggc gcacggggca ctcccgtggt 180 

99 tcctggactc tggcccccag tgtatcacaa gcaaaacaaa cttattttga acacggggat 240 

100 cctagcacgc tgccctgaca atcattaacc cgtgctgccg agccagccct tcataaggcc 300 

101 ctgggtatgg ccagccagca tggtccactg cccgccgaga cacaaaccca gcgagcattg 360 

102 aacactgcac acggccatct gcccagagag ctgtgaccac cacttccgct actagctagc 420 

103 cgc 423 



m PAGE BLANK (uspto) 



THIS PAGE BLANK (uspto) 



